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KRICIH T Alastrim virus 5 9% B B F—%k BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

KA 55 Variola virus EEY R R BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814 BT

eI 73 2 e Mpox virus 5 9% B B B2 BSL-3 ABSL-3 BSL-2 BSL-2 BSL-1 A UN2814

EE Ak Hendra virus B 37 B R F—R BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

Jé W B Nipah virus B & 5 R %K BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

T IR 5 Hypr virus 57 B A B BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

PR R B9 Kumlinge virus B R K BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

PR B ag | Kvasanur Forest o R s—% | BSL-4 | ABSL-4 | BSL-3 BSL-2 BSL-1 A UN2814

disease virus

ok 555 e 7 Louping ill virus 5 R K BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814

Bk BRI 55 B ing ill vi 9% R 2K
10 | WHLZP BIw Hanzalova virus W B A B BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
11 | SR v i Hs foer::r"(v’:rel:'gor rhagic 9% 5 95— | BSL-4 | ABSL-4 | BSL-3 BSL-2 BSL-1 A UN2814
12 | 85 W 5 5 stlouis P 2R 2% | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814

encephalitis virus
o Tick-borne \ HEMW. R
X 9 5 7 h iR — - - - - -

13 | WL g encephalitis virus IR ER 32k BSL-3 ABSL-3 BSL-3 BSL-1 BSL-1 A UN2814 B3 g A 2K
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14 | BEE Yellow fever virus T B A F—R BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 7%& - &Eﬁ
R A K.
Crimean-Congo
L EOKTE—RIR I | hemorrhagic fever
15 | $UREE CHri| M #% | virus (Xinjiang M % 5 R B BSL-3 ABSL-3 BSL-3 BSL-2 BSL-1 A UN2814
) hemorrhagic fever
virus)
e f‘j_
16 | B E e Herpesvirus simiae T2 5 R FE—R BSL-3 ABSL-3 BSL-2 BSL-2 BSL-1 A UN2814 1}3 iﬁ f I
g A K,
. 5 == fi
17 | BT DA% Eastern equine P 5 s—3 | BSL-3 | ABSL-3 | BSL-3 BSL-2 BSL-1 A UN2g1a | DOIAERHTIRD)
encephalitis virus A
18 | TN P i 4 9 B Venezue".”.’ equine IR 25 2k BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
encephalitis virus
19 | 77 T 4 0 i Western equine o Fs 75 %% | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814
encephalitis virus
20 | IR /KW Flexal virus VORI B R —% BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
21 | TR Junin virus Wk 15 2K BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
22 | JRNFHIEIE 5 Guanarito virus VORI B A -k BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
23 | WV HEE Lassa fever virus Wk 5 R R BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
24 | LRKEIE T Machupo virus Wk R B—R BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
; s | Mopeia virus (and
) B CFH Ah 3% .
25 ﬁmﬂﬁiﬁ s other Tacaribe YRR B R H— BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 A UN2814
DR viruses)
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26 | BEHLIER T Sabia virus Wk 55 2K BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 UN2814
27 | B EERS Tacaribe virus Wk R H—2kK BSL-4 ABSL-4 BSL-2 BSL-2 BSL-1 UN2814
28 | BRI EH Ebola virus 22 R B R 2k BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 UN2814
29 | BUREIR T Marburg virus 2RI AR F—R BSL-4 ABSL-4 BSL-3 BSL-2 BSL-1 UN2814
KA IE B CRIAE .
. , j j . PN ) j:23
30 | MM s R | Dobie bandavirus HIS R SR | % | BSL-2 | ABSL-3 | BSL-2 BSL-1 BSL-1 Unagla | DURERETED)
%) (SFTS Virus) A,
B
31 | KR E Gordil virus HIS B ER | 2k BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
. Heartl P 5 B 5%
32 | WL eartland S AR | %2 | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 Unzglg | DUPEETRD)
bandavirus A%,
33 | HREEE Itaituba virus HiRAanpmafl | K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
34 | BEWiE Khasan virus HiRAanpafl | K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
35 | hiZE P Razdan virus AR LFamRERE | S22k BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
2R HpE 2 Rift valley fever e e — S
36 | HAHIHRE virus HIRAanpmaRl | Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
37 | MR R Garba virus PR 2 R Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
38 | IERFHIHRE () C;:ZSS virus (street ORI 2 R %~ | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 UN2814
39 | & id Rochambeau virus ORI 75 R it BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 UN2814
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40 | HHEDIN R Inhangapi virus ORI 55 R K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
Middle East
2 AT R Respiratory
IR 5 A AIE T . s
41 EP i PO i{@f“ﬁ Syndrome RN TR -2 | BSL-3 | ABSL-3 | BSL-3 BSL-2 BSL-1 A UN2814
I35 7 (MERS 7R IR 35) )
coronavirus
(MERS-CoV)
Severe acute
FERE MR ZEAE | respiratory
42 | FARFEEE (SARS &R | syndrome R B R B BSL-3 ABSL-3 BSL-3 BSL-2 BSL-1 A UN2814
JREE) coronavirus
(SARS-CoV)
Severe acute
respiratory
43 | R syndrome 56 bR 9 B R B BSL-3 ABSL-3 BSL-2 BSL-2 BSL-1 A UN2814
coronavirus 2,
(SARS-CoV-2)
. . Hantaviruses o
2 é,':\'A/ D iﬂ " . “zlziﬂ_
44 ?I i% A EERTIL causing pulmonary I HH IR 35 R 2k BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 1\1 i f H I
7 B NAZ,
syndrome
Hantaviruses
Y e causing ‘ ‘ A
45 g,}l:i;z %%{E th . 24 hemorrhagic fever WIH IR R ok BSL-2 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 Ei;ﬁ{i{iﬂ
= with renal H 7o
syndrome
R FE CHAN | Japanese e o e HEW. URE
46 | i) encephalitis virus % 2R —% BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 A UN2814 B3 4y A 2K
47 | BERR K Murray valley s R %% | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814
encephalitis virus
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48 | R Negishi virus 55 B A K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
49 | W ILARW = Powassan virus 95 5 R Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
50 | BB E Rocio virus 95 5 R Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
51 | ZER TR Sepik virus 55 B A K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
) zlzfj_
52 | FHRR P West Nile virus 55 B A B BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 ;Xj%f; )
53 | HRHETRT Issyk-Kul virus P % 97 15 L K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
. Nairobi sh -
54 | B RS R airobi sheep W B 5 R 3% | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814
disease virus
; 1 19y Sapphire
R A EE:( 4% 19, 5 " .
55 E‘; )” PR CIREAE B 73 orthonairovirus % B R e BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
= (Paramushir virus)
56 | EEU I Tamdy virus B B R R BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
Human
NG C 1T | immunodeficiency " e s U B EE )
57 FIIE) virus (HIV) (Type 1 0 95 5 R Ik BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 A
and 2 virus)
Simian
58 | M G BB £ immunodeficiency W SR TR B BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
virus (SIV)
59 | FEFLE MR Chikungunya virus P 7 25 AL B BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
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WP S 2 B Everglades virus e 9 B B K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
JEE LRI AT B Kyzylagach virus P 55 75 ) Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
I % g & Mayaro virus P 55 75 ) Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
K fit IR £ 0 7 Middelburg virus e 7 55 B K BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
FEIR A s Mucambo virus P S5 75 ) Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
SR U B Ndumu virus P 5 75 ) Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
AL Sagiyama virus P 55 75 L R BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
N N o Lymphocytic
4 2% M e PV

ﬁi‘aiﬂﬂﬁﬂf f HLf H’l choriomeningitis IR A %2 | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814
R (HE$$QL‘I§E@) ﬁ?\'j_ﬂ . .

(neurotropic) virus
BRER TR« Polio virus /N RNA 9% 5 e BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 L.
EAEb Dhori virus IEFR R Bk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814

High pathogenic e e 1
= \; IS D, i-lL
FECRPE R IUER T | avian influenza R38R 2% | BSL-3 | ABSL-3 | BSL-2 BSL-1 BSL-1 A UN2814 %ffi I

virus e

- e California - S, e — S

TNF A& JE 0w 4 975 B L Ffi e wamaEkt | sk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814

encephalitis virus
K A 05 7 Germiston virus BB wmER | 2k BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814

) EIS( ) P . . .

1;}}@@{2”43 FAEAT | dnini virus (S'f"bu AR mER | Hk BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
Je Y03 B ) orthobunyavirus)
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B L) 5 Oropouche virus JEEIERIA R T e S BSL-3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814
i # F Sandfly fever virus HIR ARl | =K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
TN £ Norovirus R 2R =k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
AL Un 97 5 Sapovirus MRS 55 R BE= BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
P22 b 5 Flanders virus R G 75 R =% BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
N T 7 75 B Hart Park virus HUR P B R BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
FERFHRE (EEH 5;355 virus (fixed BRI HE R =% | BsL-2 | ABSL-2 | BSL-2 | BSL-1 BSL-1 B UN3373
AR T %0 \‘//;Z’SC“W stomatitis R I 25 A #=2% | BsL2 | ABSL-2 | BSL-2 | BSL-1 BSL-1 A UN2900
TR AT Buffalopox virus % B R E=RK BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
UR 0 95 0k 5 Camelpox virus 595 75 8 F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
G I Cowpox virus 55 % SR =% BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
e ek e s B Molluscum % R =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
contaglosum virus
H &7 2 Orf virus 595 75 8 FE=2k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
3 e Pseudocowpox virus
3] E = ;‘{ éﬂ; .
f;;g giﬁﬁ BT (iker's nodue 57 955 2 R =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
virus)
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88 | IEE Rabbitpox virus F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
89 | I Tanapox virus BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
90 | e Vaccinia virus =k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
91 | T Polyoma virus F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
92 | M EE 40 Simian virus 40 BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
93 | fmilH Metapneumovirus E=2 BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
04 | VEWRIE A I R Respiratory =3 | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373

syncytial virus
95 | XMWk Rubivirus (Rubella) E=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
96 | FEZEWiEE Measles virus =K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
97 | WATERRIR KRB Mumps virus =2 BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
98 | HIlAL N B Parainfluenza virus H=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373

Sendai virus

B9 ORI 2% ' s
g9 | I3 EE’“ AR (murine . =2 | BSL2 | ABSL2 | BSL-2 | BSL-1 BSL-1 B UN3373
#F18) parainfluenza virus

type 1)

Coronavirus (low 6K 28Um
100 | AR (RFOWME) | pathogenicity to =K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373 R mOE W

human) HCoV-0C43 ,
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HCoV-NL63
HCoV-229E
HCoV-HKU1 £,
101 | FT/R & 9% 5 Coltivirus WY 7 97 55 B B BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
A4 ok f‘j_
102 | ®WRFE R Rotavirus N iz 197 =5 B F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373 ﬁf ;;E]\ B@g“) iR
103 | BHEFHE Dengue virus 55 B A F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
Flaviviruses, other A mmde
104 | e (AEEEURTED | known non-highly B EE R} =% BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373 SRS SRS
pathogenic .
105 | B % 0% 55 Hepatitis C virus T 95 7 A FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
106 | ELEGEE Kunjin virus 95 5 B FE=2k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
107 | 22N e Langat virus 95 5 B E=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
108 | &0 H2E w7 ifr';smarez Reef R AR =2 | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
e Yellow fever virus,
m‘ = (‘}’L ’ . ——
109 B TR (vaccine strain, 7 B R FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
17D)
17D)
110 | € EWE Zika Virus 7 B R FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
111 | MAHLPR I Hazara virus RERTEZE B=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
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Human T-
112 | A THR A% E | lymphotropic virus W 395 25 R BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373

(HTLV)
113 | B E ClEmsomRE) ZTJE;Z'LL;StgngSMC) WA | =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
114 | B4 Cytomegalovirus Y% B R F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
115 | EB i ¥ Epstein-Barr virus W5 9 2R =k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
116 | P4l 2% 5 ’:;:’;es simplex KB A =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
117 | M RIEE Herpesvirus saimiri Y95 B R FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
118 | AAIZ i 6 B C’I‘r’ﬂag herpes g R | $=2% | BSL2 | ABSL2 | BSL-2 | BSL-1 | BSL-1 B UN3373
119 | NN 7 puman herpes JapRmAEE | #7% | BsL2 | ABSL2 | BSL-2 | BSL-1 | BSL-1 B UN3373
120 | NJZ7iE 8 1 Z;’lﬁag herpes R | $52% | Bsl-2 | ABSL-2 | BSL2 | BSL1 | BSL-1 B UN3373
121 | KI8 — IR % 5 \‘//Zfl'sce”a'zosm P 95 5 R =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373

Alphaviruses, other
122 | W E (JEmEURM) | known non-highly P 7 75 AL FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373

pathogenic
123 | EUR IR Barmah forest virus Bl 5 R =% BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
124 | LkEEWHHE Bebaru virus P 55 75 L E=K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
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125 | %S Getah virus e 9 B B B=R BSL-2 ABSL-2 BSL-2 BSL-2 BSL-1 B UN3373
126 | BB &8 5% 5 Sr'l’l‘;ong'”y"”g B SR =23 | BSL2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
127 | 2 Wi B Ross river virus P 55 75 ) BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
128 | ZEMRFIIE AR AR B Semliki forest virus e 7 55 B F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 A UN2814
129 | Y EE Sindbis virus P S5 75 ) B= BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
N Papill i e . e e
130 | NFL3 s (:'z;ggawr“s A LRFER | =% | BSL2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373 EhIENiZ T D
. N -~ Lymphocytic
IHR E 4 R 1 ik 285 A i s o S, s
131 WA (3 PR sgzrslomenmglt/s Vo R B R E=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
H il A Be B 97,
o HA 7= 52
132 | LB R Hepatitis B virus WERT DNA R EERE | 2B =2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 A UN2814 84 7 & Hj_ﬂ@
EIR iR
M A K.
133 | TERIFFR9% % Hepatitis D virus PR FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
134 | BT % 9% 5 Hepatitis E virus KA mER | =K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
Adeno- j e
135 | Jios 2 ¢k bt w.rsgo associated a1 /IN s 2R =% | BSL-2 | ABSL-2 | BSL-2 BSL-1 BSL-1 B UN3373
136 | HERKE Bocavirus 0N B R FE=2k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
137 | 4H/NkE B19 Parvovirus B19 RN 2 H=I BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
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138 | IR Adenovirus i B B F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
139 | LR E! Cardiovirus /IN RNA J55 2 8 F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
140 | 7= E5 0 B Coxsakie virus /N RNA 9% 5 B BE=R BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
141 | BT R ECHO virus /N RNA J55 75 8 F=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
R I8 F HE KR
KI5 EE B iEw
o # A71 B
142 | e ! Enterovirus /N RNA TR 5 R E=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373 o X
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143 | fpiEdnEe A71 B Enterovirus A-71 /N RNA 5 5 R} H=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
144 | FEIPF KI5 5 Hepatitis A virus /N RNA 955 5 B} H= BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
145 | FERPE! Human Cosavirus /N RNA 7% 5 B FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
146 | WEE! Kobuvirus /N RNA 55 75 1 E=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
147 | g IR 2 Parechovirus /IN RNA 95 2 B} H=3 BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
148 | B Rhinovirus /N RNA 97 5 B FE=2K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
149 | 2IRFEE Astrovirus SR B R E=K BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
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AT E R o B, 2R
:ILzﬁz%t ﬁgﬁﬁ%@; i Influenza virus R F99 25 5 9$=2% | BSL-2 | ABSL-2 | BSL2 BSL-1 BSL-1 B UN3373 | %, 484 WHO
JIL I3

150 p_— prepp——— W, H2N2

VAT EE s P 2

7 i{";%gi‘“f it Influenza virus IEF R 2R =2 | BSL3 ABSL-3 BSL-2 BSL-1 BSL-1 A UN2814 A fﬁf RV & 7%

H2N2 LI 2 7 7 e % «
151 | JAgY B Guaratuba virus AR IRER | 5= BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
152 | $r e 2 W i La Crosse virus JEEIERIA R T S BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
153 | B m oy fahyna JA B ER | =% | BSL-2 BSL-2 BSL-2 BSL-1 BSL-1 B UN3373
orthobunyavirus

154 | R Tensaw virus AR ER | =k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
155 | BRIR TR Turlock virus AR ER | 5=k BSL-2 ABSL-2 BSL-2 BSL-1 BSL-1 B UN3373
156 | 4 #5459 % 25 /\;Ii‘r’lzsm leukemia WiE AR | SPU% | BSL-1 | ABSL-1 | BSL-1 BSL-1 BSL-1 B UN3373
157 | /MR B I % EF C;’foe leukemia WL SR T R EIES BSL-1 ABSL-1 BSL-1 BSL-1 BSL-1 B UN3373
158 | /BT IsR % x:q“;fvrgzgnmary WA | ®PU% | BsL1 | ABSL-1 | BSL-1 | BSL-1 BSL-1 B UN3373
159 | KR [ I 97 55 Rat leukemia virus W SR FE R ElES BSL-1 ABSL-1 BSL-1 BSL-1 BSL-1 B UN3373
160 | R B2 5 fl'r'l'l';ea pig herpes R Th ! sPU% | BSL-1 | ABSL-1 | BSL-1 BSL-1 BSL-1 B UN3373
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Bovine spongiform
1| FUEEEIR encephalopathy o S BSL-3 ABSL-3 BSL-2 B UN3373 | T EH 134 CEE KE %M.
(BSE)
2 | WA Cfewzfe’dt'mmb kK BSL-2 ABSL-3 BSL-2 B UN3373 | FEA 134°C kK&
disease (CID)
, Fatal familian . TEH 134°C = R K 4. ABSL-2 5256
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5 | FEEH Kuru disease ot S BSL-3 ABSL-3 BSL-2 B UN3373 | FEH 134°CH s KE %M.
Variant
6 | AR MyIHER Creutzfeldt-Jacob EORE S BSL-3 | ABSL-3 BSL-2 B UN3373 | FR A 134°C KB % 1.
disease (vCID)
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Anapl P
1| AT japrsma F e BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
phagocytophilum
2| RIEZFAT R Bacillus anthracis ok BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
Hoh s sk
FRAI7E BSL-2 526 2
3 EBRHE Brucella spp. K BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814 p .
Tk K ucella spp R Wi, % WY B
Kz,
4 | EJEAAEEE RAE Burkholderia mallei ok BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
5 | KEJHWE /RER Burkholderia pseudomallei g it S BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
6 | AR Kk Coxiella burnetii ok BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
7 | R IRV Francisella tularensis K BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
iz i 2 . ARt 24
e e N M ‘iﬁ ~ ”
8 | KT Mycobacterium bovis K BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814 Eigg ;fz 3;2
96 = 34T
g % o B
H37Ra % [HZE — 2%
95 JEU AR ) B
9 | & HITE Mycobacterium tuberculosis gk BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814 ez 2. JE L2y
MR ARAEAR R IR 3
L IR TE BSL-2 5K
U6 = HAT




I R B A2 R EENES TR LR EER BaRsHKe
FP fEEFRRE ERTeE v
5 34 BT SR b | mm | s | pk | R v w
PfEe | e | AW d
N N y \ Rickettsia Spotted F Jete
10 | LSRR B BT A G'rcojp sia spotted rever =% BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
11 | ERIL IR Rickettsia.mooseri, Rm Bk BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
12 | R TIR A Rickettsia prowazeki, Rp B2k BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
13 | EHURAR TR Orientia tsutsugamushi K BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
14 | 7 IRALTC A Rickettsia raoultii Bk BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
15 | PEARARIE AL 5 A Rickettsia sibirica EiaE S BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
16 | HEhLp= 4w S e ik Rickettsia tarasevichiae LS BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
17 | WhETRA Anaplasma capras Eome N BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
FETLYNER = Bk i%
AT, Suah e
7 B IR L
18 | E#EL Vibrio cholerae K BSL-2 ABSL-2 BSL-2 BSL-1 A UN2814
ETLIN ibrio c LIS {E AT 7E BSL-2 2 %
HHAT s BRI
=REH,
19 | FEHR/RAR Yersinia pestis b S BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
20 | BEERAEIATE Acinetobacter baumannii H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
21 | B RAH Acinetobacter Iwoffi E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
22 | DAt RR L E Actinomadura madurae E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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23 | ARBE R Actinomadura pelletieri =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
24 | TR Actinomyces bovis = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
25 | RIKMELHE Actinomyces gerencseriae H=F BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
26 | A IR Actinomyces israelii =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
27 | WK Actinomyces naeslundii =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
28 | WU B A Other Actinomyces Species H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
29 | MEKA HM Aeromonas hydrophila =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
30 | BEAUSHM Aeromonas punctata E=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
31 | AR B H AR Other Aeromonas Species E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
32 | BEER R Afipia spp. =2 BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
N e e Aggregatibacter e
33 | FE B RAT gareg , EHe S BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
actinomycetemcomitans
34 | NERWERE Arachnia propionica F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
35 | LBRATEE Arcanobacterium equi E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
. . Arcanobacterium U
36 | VA MLFEEAAT ) =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
haemolyticum

37 | WEFEEEAAT A Bacillus cereus E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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38 | MESSTIATEA Bacteroides fragilis E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
39 | FPIRAE BRI KA Bartonella bacilliformis H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
40 | IKE /K@ KA Bartonella clarridgeiae H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
41 | % KEURIE KA Bartonella doshiae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
42 | RFITS B R A Bartonella elizabethae F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
43 | % IR K3 Ak Bartonella grahamii H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
44 | UK EURIE Ak Bartonella henselae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
45 | B}IKEURIE KA Bartonella koehlerae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
46 | . HFAEURE KA Bartonella quintana F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
47 | R EURIE Ak Bartonella tribocorum =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
48 | SCIGEURE FG A S G A et:stzziei”a vinsonif subsp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
49 | R R BRE KB Bordetella bronchiseptica E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
50 | IIE H bRk K Bordetella parapertussis HE=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
51 | B HZRE K Bordetella pertussis F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
52 | A [REREREAR Borrelia burgdorferi F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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53 | IKREIRTE A Borrelia duttonii E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
54 | [A] U3 #RET A5 E 1Ak Borrelia recurrentis =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
55 | A ARELIRE A Borrelia vincenti H=F BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
56 | FHIEEE Brachyspira spp. = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
e Tt Calymmatobacterium g
57 | WIZEMPESAT ) H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
granulomatis
58 | 45lpis MhAF e Campylobacter coli H=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
59 | JEJLE AT Campylobacter fetus E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
60 | =ML MhAFE Campylobacter jejuni Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
61 | MEVRLS MATE Campylobacter sputorum Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
Other C lobact s

62 | Al AT A Rl Spe:iresamp viobacter Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
63 | Jii g A 5 ik Chlamydia pneumoniae F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
64 | BOROA A Chlamydia psittaci F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
65 | VHRAR JFiE Chlamydia trachomatis F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
66 | RIEFRE Clostridium botulinum E=% BSL-2 ABSL-2 BSL-2 BSL-1 A UN2814 FEHOE R,
67 | ARAMERIIRE Clostridioides difficile W=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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68 | LRE Clostridium equi E=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
69 | WAIMAREE Clostridium haemolyticum H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
70 | HRKRE Clostridium novyi E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
71 | PERIEER Clostridium perfringens E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
72 | WA AR A Clostridium tetani H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
73 | HEEFTEE Corynebacterium bovis E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

- Corynebacterium P
74 | EAMEEEAT dip: therige H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
- Corynebacterium PSRN
75 | M/NEERT R mm); tissimum F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
C bacteri o —
76 | G erynebacterium Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
pseudotuberculosis

77 | U Corynebacterium striatum H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
78 | M Corynebacterium ulcerans F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
79 | NISRRE 7B Dermatophilus congolensis HE=K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
80 | IBEHFZMEAEN Edwardsiella tarda F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
81 | MRFEIR B KA Ehrlichia Chaffeensis, EC FER BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
82 | MM IR Eikenella corrodens F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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83 | IR Enterobacter aerogenes F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
84 | MIVA AT B Enterobacter cloacae H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
85 | Mp#t i e HiAh Fh Other Enterobacter Species H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
86 | MRHHTAL TR Neorickettsia sennetsu =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
87 | MELBSI L Erysipelothrix rhusiopathiae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
88 | FIHLHE Erysipelothrix spp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
89 | MNARAREK & IR Z’;:ZZ::;Z?{; F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
90 | 1222 RZE R Legionella bozemanae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
91 |~ TG 107 1 395 1 T 0 e :;‘17;’;2”0 tularensis subsp. | gy — ¢ BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
92 | IRIERAT B Fusobacterium necrophorum =2 BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
93 | BHEINEELN G Gardnerella vaginalis E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
94 | HIKME MATH Haemophilus ducreyi E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
95 | /R AT A Haemophilus influenzae F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
96 | VAHZUGH IR Hathewaya histolytica E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
97 | Wyl TIBAT A Helicobacter pylori E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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98 | &K&KHE Kingella kingae E=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
99 | R A K Klebsiella oxytoca = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
100 | Jii ¢ ve v A0 IR Klebsiella pnenmoniae H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
101 | MEE H S Legionella pneumophila = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
102 | [°] 58 iR g ik Leptospira interrogans =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
103 | B IRZE R IR Listeria ivanovii H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
104 | FAZE AR 2R R GBS Listeria monocytogenes = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
105 | &/ Mima polymorpha =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
106 | PEICEEMR R Morganella morganii E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
; s Z %
107 | AR EAT B Mycobacterium africanum EEES BSL-2 ABSL-2 BSL-2 BSL-1 B unsszs | L A %mﬁ i
PRI 2R T
- Z“
108 | t=EA BT R Mycobacterium caprae B BSL-2 ABSL-2 BSL-2 BSL-1 B unzszs | L A %mﬁ i
PRI 2R T
PSRN Z“
109 | H R HiAF B Mycobacterium microti F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 ;gg%%%jﬂ W
110 | eI BT Mycobacterium asiaticum = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
111 | BT Mycobacterium avium F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
112 | A FAT Mycobacterium chelonae H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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113 | RS FAF B Mycobacterium fortuitum =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
114 | HEFEL BT Mycobacterium kansasii E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
115 | BRRT AT Mycobacterium leprae H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
116 | F4IREE R AT B Mycobacterium malmoenes = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
e Mycobacteri i o
117 | S50 HoAT B R S5 1% 0 yeobacterium avium =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
subsp. paratuberculosis
e Mycobacteri -
118 | B ST yeobacterium =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
scrofulaceum
119 | RO EATE Mycobacterium simiae F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
120 | B FAF Mycobacterium szulgai E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
121 | IR BT B Mycobacterium ulcerans H=K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
122 | MBS BT B Mycobacterium xenopi =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
e Other Mycobacteri o
123 | SYHEHT B @ A Specei; yeobacterium =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
124 | fifig g4k Mycoplasma pneumoniae E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
125 | RopE A3 R IGER A Neisseria gonorrhoeae E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
126 | MBI 98 4% 85 IRER A Neisseria meningitidis F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
127 | BRERIKH Nocardia asteroides F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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128 | PG RIKE Nocardia brasiliensis E=2% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
129 | R RIKE Nocardia carnea =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
130 | HEFIKHE Nocardia farcinica B=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
131 | HIEFRAE Nocardia nova =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
132 | KR E LR IKH Nocardia otitidiscaviarum =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
133 | 22 AR IR Nocardia transvalensis =R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
134 | RIKBERE Paeniclostridium sordellii = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
135 | ZRAEHEKE Pasteurella multocida =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
Rodentibacter U
136 | 1R Miims A B ] H=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
pneumotrop/cus
137 | BURBERBREE Pathogenic Escherichia coli HE=K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
} . Other pathogenic st — g
138 | HABEUR MR A R o H=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
Escherichia spp.
. Peptostreptococcus o
139 | JREJHILEERR P P F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
anaerobius
140 | FEEBTAR B Plesiomonas shigelloides = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
141 | HEIRIKEE Prevotella spp. F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
142 | A RATEATA Proteus mirabilis E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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143 | ZIRTBIEAH Proteus penneri E=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
144 | @B Proteus vulgaris H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
145 | PRS2 RS TR Providencia alcalifaciens =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
146 | RS @S Providencia rettgeri H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
147 | A Pseudomonas aeruginosa =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
- . Pseudonocardia oy — g
148 | BFMHHERIK ) E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
autotrophica

149 | LB Rhodococcus equi H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
150 | BPTTIRE Salmonella enterica F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
151 | IR TR Salmonella bongori =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
152 | A G Serratia liquefaciens E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
153 | AV HE IKH Serratia marcescens H=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
154 | HiEEE IR Shigella dysenteriae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
155 | HIREFIKH Shigella flexneri E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
156 | ffl [QHELE K Shigella boydii FER BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
157 | RN IKER Shigella sonnei FER BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373




R AR LKA TR LR EER EREEsRK .
FP fEEFRRE ERTeE v
5 34 BT SR hx | mm | wmm | rs | SRR | s #

PfEe | e | AW d
158 | & O A ERE Staphylococcus aureus F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
159 | 7w AR Staphylococcus epidermidis = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
160 | EFRAREETH Streptobacillus moniliformis H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
161 | Rl R EBEEREE Streptococcus pneumoniae = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
162 | BRAREEEREA Streptococcus pyogenes H=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
A i AE A
163 | BERRE R Streptococcus spp. H=K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 G P BR T 2 1 Bk
JETHIK,

164 | JEHEERA Streptococcus suis H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
165 | B 57 2 B e A Treponema carateum F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
166 | wH (M) BNk Treponema pallidum E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3733
167 | AN WE e A Treponema pertenue F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
168 | SCIRH e Treponema vincentii =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
169 | BRAKERF B VR K Trueperella pyogenes H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
170 | FEMR IR SR A4 Ureaplasma urealyticum = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
171 | G505 Vibrio vulnificus =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
172 | B N Vibrio parahaemolyticus F=F BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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173 | WRINE Vibrio fluvialis E=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
174 | eI Vibrio furnissii = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
175 | ¥#EIN Vibrio alginolyticus H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
176 | UEINEE Vibrio mimicus H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
177 | I B H AR Other Vibrios species H=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
178 | /M4 R 38R FR A Yersinia enterocolitica E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
179 | MRE5HZEB /R AR A Yersinia pseudotuberculosis = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
180 | AEFHIE SR Ak Mycoplasma genitalium H=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
181 | WP I B Cronobacter spp. E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
182 | FTIFERHT 1H & Citrobacter spp. F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
183 | FE AT H Photobacterium damselae =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
184 | T B Shewanella spp. E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
185 | HFEEATE B Proteus cibarius F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
186 | [ =FREE Abiotrophia defectiva F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
187 | ZAEALTRWR AT 4T 8 Capnocytophaga spp. E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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188 | (OiTH B Chromobacterium spp. E=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
189 | &I HE)E Chryseobacterium spp. = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
190 | FEHE/NERTH R Granulicatella spp. H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

#E: BSL-n/ABSL-n: QMG /SISt & A Wi & i a5 2%

a VEBEERME: 1B KRBT TR. IR St S ATERUE WS = AT o A T REAR IS S R 70 IR, F IRRE AR I B K 1) S8 2 S R AAT

b. ZhAEASLEG: 4 LIS BB SRR QS S R S Se B et CRLISEZhTA IR, MRS . RPORIG TS, ZhREACRSE. ACFRRGI, Zhafsl, shinHeiy). 4. &5, 1
WEEF YIS

c. BEARKGIN: G RIFEAII R IR A Yt BB, o Bngs. WMEE. AWEBUEEIRLE . AR, SR AN T AR A I A TS B

d. AEEGMERRI A SESG s AN SO M AR A F AR s S

e. BRI ELRE 72 4 [ PR IR 2351 Doc9284 (e i it 2 e A IS FrHE AR 40 ) 11 73 SRAL S R , A4 A IO JE AR A 732 AL B IR, XIS B 2% 543 7128 UN2814 Fl UN3373;
A PR QPR TS A AR B T RS IR, BiA% UN2814 I EREAE A ZIE, FAAE SRR AR B IR0 JE R G RE A8 4% UN3373 (MR ELE AN asia s i ik L fth 58 i T His g vl
ZIR DL EARAE LSS

LR

1 AEREZ ARG T, X AL B AR RO A B I P 2 A4 2 4 — UL B S5 A SR b AT o 0 SO BT 2 B BSR4 AT, OIS AR 9 AR OR 7 . (EE T T
PR T REA Thos B B 0 0 S S8 o — BT SR I8 B0, 42200 SR A A D ) 1 55 SRR FL AR B A 7 55 20 1 S = 0T e AR

2. RRRINZIREWAEM LRSS, B A %R AR SUEERREIAS, FEMN I E 2209 90 . Wiy Ko S0m M R AR S AR SGSER i, R4 B 5000 Bk
AW A LR KT A RIE.

3. B IEASAER A B SR A A E PR . 998 A 0 2 S AT HE




k3. EEAREX

B HE LW EENESI TR LR EER BRIy Re
B 34 BT AR TR | BVOUER | PR RESEA g | UN
BfEe | PRI | KW | BHSER TR
1| RRZFER Blastomyces dermatitidis BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
2 | MHERT TR Coccidiodes immitis BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
3 | WEEA BRI Coccidioides posadasii BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
4 | FEREHLS K Histoplasma capsulatum BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
5 | ALK EEHALSURFP | Other Histoplasma species BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
6 | EPHRIERT T Paracoccidioides brasiliensis BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
7| EIERA TR A SRR S::;;:amcomdmides BSL-3 ABSL-3 BSL-2 BSL-1 A UN2814
8 | BiifasEE Acremonium spp. BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
9 | ISR Acrophialophora spp. BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
10 | EMEEERST Alternaria alternata =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
11 | Ryt Alternaria infectoria =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
12 | RS AR H A EUw R Other Alternaria species E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
13 | AR Apophysomyces spp. F=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
14 | TEMEE Arthrinium spp. E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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15 | FYHE Arthrographis spp. H= BSL-2 ABSL-2 BSL-1 B UN3373
y PSRN &7 e fl . A
16 | ¥l E AR Aspergillus flavus complex =K BSL-2 ABSL-2 BSL-1 B UN3373 i”ﬁ@ﬁ flavus . A. oryzae
, A il igat e & : A igatus . A.
17 | WihES o8 spergillus fumigatus =K BSL-2 ABSL-2 BSL-1 B UN3373 E”ﬁ@jﬁ fumigatus
complex lentulus %5 .
18 | % Aspergillus terreus E=k BSL-2 ABSL-2 BSL-1 B UN3373
19 | iR Aureobasidium spp. H= BSL-2 ABSL-2 BSL-1 B UN3373
20 | [HfgEREEs Basidiobolus haptosporus H= BSL-2 ABSL-2 BSL-1 B UN3373
21 | BRI Ah EURE R Other Basidiobolus species H=2K BSL-2 ABSL-2 BSL-1 B UN3373
22 | AEWE Beauveria spp. F= BSL-2 ABSL-2 BSL-1 B UN3373
23 | AEEW Candida albicans F= BSL-2 ABSL-2 BSL-1 B UN3373
24 | FAAMREREREE Candida dubliniensis =% BSL-2 ABSL-2 BSL-1 B UN3373
N y N & : C glabrata « C
25 | IR AR Candida glabrata complex e BSL-2 ABSL-2 BSL-1 B Un3373 | L E ﬁ_ﬁ;f glabra
nivariensis =s.
I ‘ M illi dii J SRR M. guilli dii
26 | BEAHEE AR everozyma gitiermonat %=2% | BSL2 | ABSL2 BSL-1 B | unaazz | 2P M. guiliermondi
complex M. carpophila 5.
. . e & : Ch lonis .
27 | WAS TR L LR Candida haemulonis complex | #=2 | BSL-2 | ABSL-2 BSL-1 B | unsszz | o i CLH: C haemulonis
C. pseudohaemulonis 55 o
28 | TEAERE Candida krusei =2k BSL-2 ABSL-2 BSL-1 B UN3373 | JF¥R: Pichia kudriavzevii
. ‘ e S : G ilosis
29 | E RS EE AR Candida parapsilosis complex | %5 =% BSL-2 ABSL-2 BSL-1 B Un3azz | L EFRE: , parapstiosts
C. orthopsilosis 55 o
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30 | AT EREREA Candida tropicalis =2k BSL-2 ABSL-2 BSL-1 B UN3373
31 | H&EkE Candida auris B=H BSL-2f ABSL-2 BSL-1 B UN3373
32 | EERW R A BUEF Other Candida species F=R BSL-2 ABSL-2 BSL-1 B UN3373
33 | kiiFERE Cephalosporium spp. FER BSL-2 ABSL-2 BSL-1 B UN3373
34 | BEREE Chaetomium spp. H=2K BSL-2 ABSL-2 BSL-1 B UN3373
35 | &fTRE Chrysosporium spp. =k BSL-2 ABSL-2 BSL-1 B UN3373
36 | BEE Circinella spp. H=F BSL-2 ABSL-2 BSL-1 B UN3373
37 | WE BRI E Cladophialophora bantiana =k BSL-2f ABSL-2 BSL-1 B UN3373
38 | RIKB U Cladophialophora carrionii E=R BSL-2 ABSL-2 BSL-1 B UN3373
39 | HEFUE R E AL S0 S;:;;f"’""””"”‘”"”""’ W= | Bsl2 | ABSL2 BSL-1 B | uNsza
40 | Hifd)E Cladosporium spp. F= BSL-2 ABSL-2 BSL-1 B UN3373
41 | HefalFbE Clavispora spp. =% BSL-2 ABSL-2 BSL-1 B UN3373
42 | BERMEE Colletotrichum spp. F= BSL-2 ABSL-2 BSL-1 B UN3373
43 | AR Conidiobolus coronatus =2k BSL-2 ABSL-2 BSL-1 B UN3373
44 | RHE Conidiobolus incongruus H=2K BSL-2 ABSL-2 BSL-1 B UN3373




=2 HEEAW SEENESI TR LR EER BRIy Re
N Z 3 & E
= R EH | SR | RA | RIS UN
o N Al oy
BfEe | BRI | Rl c | RHSEE w5
45 | H5 B HADBOEF Other Conidiobolus species =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
46 Coniosporium spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
47 | WEAET IR kT Corynespora cassiicola H=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
48 | ¥ EHAMBUE M Other Corynespora species HE=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
e , e & : C. gattii~ C
49 | KeUSIEERE E AR Cryptococcus gattii complex =k BSL-2f ABSL-2 BSL-2 BSL-1 B unazz | L O AR gatt
decagattii %5 .
e , Crypt e EH : C v
50 %ﬁﬁiﬁ%ﬂ?ﬁ%ﬁi ryptococcus neoformans Eﬁ:jﬂé BSL-Zf ABSL-2 BSL-2 BSL-1 B UN3373 E = ﬁ@;jﬁ Zeoformans
complex C. deneoformans %% .
51 | BRERTH J HAth Z0m Fh Other Cryptococcus species H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
52 | KE/NERIE Cunninghamella bertholletige | #5=2% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
§ Other Cunninghamella PN
53 | /N AR B H A FOm R Speciesu ning =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
54 | RREHTEE Cutaneotrichosporon spp. E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
o IHFR: Bipolaris hawaiiensis &
55 Curvularia hawaiiensis =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 .
- R T U
o IH#R: Bipolaris papendorfii
56 | EBEREH Curvularia papendorfii E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 . o
” papendorf > EE PN ioh
o IH#K: Bipolaris spicifera
57 Curvularia spicifera = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 .
pici > LR BT
58 Curvularia spp. =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
59 Cylindrocarpon spp. H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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60 | [A]JEF R Diaporthe spp. =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

61 | MIEEHR Didymella spp. HE=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | Ji4: Phoma sancta.

62 | AEH&E Emmonsia spp. H= BSL-2f ABSL-2 BSL-2 BSL-1 B UN3373

63 | ZRFKLREE Epidermophyton floccosum E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

64 | FZRAMHE Exophiala dermatitidis E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

65 | MIRIMIEEE AR Exophiala jeanselmei complex | #5=2% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

66 | MCIRIMHEEE Exophiala spinifera E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

67 | HMHEE B HAREO Other Exophiala species =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

68 | Fi% B A Exserohilum mcginnisii E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

69 | MR E Exserohilum rostratum H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

70 | HEifhEOE Fonsecaea monophora F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

71 | BREOE Fonsecaea pedrosoi Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

72 | B REORE Fonsecaea nubica B=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

73 | HEEEHASURF Other Fonsecaea species = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

74 | RAGHITE LA Fusarium oxysporum complex | =% | BsL2’ | ABSL2 | BSL-2 BSL-1 B | UN3373 ?ﬁiﬁ%ﬁu; %‘;Xy sporum:
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75 | AR ER I E AR Fusarium solani complex F= BSL-2f ABSL-2 BSL-2 BSL-1 B UN3373 2 _ i e !
pseudensiforme =5,
76 | BRI JE KA BURFR Other Fusarium species E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
77 | HWER Geotrichum spp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
78 | iR Graphium spp. E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
. o JUEN IH # : Phaeoannellomyces
79 | BB S Al Hortaea werneckii H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 & i 4
werneckii »
80 | XAk T Hormonema dermatioides H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
81 | AIA[EMH 1 Lasiodiplodia theobromae F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
PR IH#R: Absidia corymbifera <=
82 | IR Lichtheimia corymbifera Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 *,JZL% ymbifera £
A o
83 | LR Lichtheimia ramosa E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
84 | 1A A HAMBUR M Other Lichtheimia species Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
. PN IH#R: Scedosporium prolificans
85 | ZH 1M Lomentospora prolificans =k BSL-2f ABSL-2 BSL-2 BSL-1 B UN3373 Z\ cedosporium prolifican
ZERZM.
86 | KLFLHIEE Madurella grisea =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | 7¥KX: Trematosphaeria grisea o
87 | JE TR AL b Madurella mycetomatis =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
88 | Iyt HAh B b Other Madurella species F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
89 | MEMLEHiapE Malassezia furfur W=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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90 | BRI LRt Malassezia globosa =R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
91 | Hhrth 8 HALEUR A Other Malassezia species F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
92 | R/ANHIFIE Microsporum canis = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
93 | BAEt/ME T Microsporum ferrugineum =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
94 | /NET B B H AL EUR A Other Microsporum species H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
95 | HifEE Mortierella spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
. , JUEN & : M. lusitanicus .
9% | BHEEHOH Mucor circinelloides complex | % =% BSL-2 ABSL-2 BSL-2 BSL-1 B unzazz | LA AR e I
M. circinelloides =5 .
PN K: Rhizomucor variabilis
97 | FHNEE Mucor irregularis H=k BSL-2 ABSL-2 BSL-2 BSL-1 B unaszy | IFE: Rhizomucor variabilis %
BIRER .
98 | MURERE Mucor racemosus =2 BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
99 | BEEH AU Other Mucor species E=% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
100 | AR % Nannizzia gypsea =K BSL-2 ABSL-2 BSL-2 BSL-1 B unzazz | [H#: Microsporum gypseum
g5 Je ayp =R B /NIT R
101 | HFEEHEE Neosartorya spp. H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
102 | HrfaHIEHE Neotestudina spp. FER BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
103 | BT HE Nigrospora spp. H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
104 | HE 5 )R Ochroconis spp. B=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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105 | TR Ogataea spp. H=F BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
106 | HWEE Ophiostoma spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
. e IHFR: Paecilomyces lilacinus %
107 | wEEHAE Purpureocillium lilacinum =% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 %’Ji}*% v *
3 H o
108 | % [ HLL 5 % Paecilomyces variotii B=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
109 | W5 (BT ) Phaeoacremonium spp. B=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
5. P werneckii. P. elegans
110 | B OOHIREEE Phaeoannellomyces spp. E=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | %, P. werneckii [F)T Hortaea
werneckii JBJE 5 i 155 .
111 | FREERE Phanerochaete spp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
112 | HAUEER Phialemonium spp. Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
113 | EIIEEE Phialophora americana F= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
114 | FOIRIEEE Phialophora verrucosa F=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
115 | JiE%E i H A Bom i Other Phialophora species Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
116 | 255 Phoma spp. = BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
117 | f[EE L5 Piedraia hortae =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
118 | EMEEET)R Pleurostoma spp. =R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
119 | BB I Ek Prototheca wickerhamii m=2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | 7FFR: /NS
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120 | fHIETCLRE Prototheca zopfii H=2K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | 7FFR: HBLJoSRE

121 | Joft )R HAbEow A Other Prototheca species B=H BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

122 | K HER Rhinocladiella spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

123 | IREFERE Rhizomucor spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

124 | PNERE Rhizopus microsporus =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

125 | DR Rhizopus arrhizus =K BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 ;Eigég?himp us oryzae

126 | tR%E R HARSURF Other Rhizopus species F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

127 | 4L fEREE Rhodotorula spp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

128 | wHiE B Sarocladium spp. =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

129 | RIRFEL T Scedosporium apiospermum =K BSL-2f ABSL-2 BSL-2 BSL-1 B UN3373

130 | ELHERELMBUHM Other Scedosporium species Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

131 | R Schizophyllum spp. F=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

132 | & Scopulariopsis brevicaulis =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

133 | W& EH A0 Other Scopulariopsis species E=R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373

134 | HiREE Scytalidium spp. =R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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135 | BRIEA T 22748 Sporothrix globosa H=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
136 | w225 Sporothrix schenckii HE=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
137 | 72256 m H AL BuR A Other Sporothrix species E=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
138 | ILLEE Syncephalastrum spp. H= BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
139 | HuRBFEBRE Talaromyces marneffei H= BSL-2f ABSL-2 BSL-2 BSL-1 B UN3373
. y Trichophyton mentagrophytes PSRN e na:
140 | U B 2 & complex =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 | T fnentqgfophytes‘
T. interdigitale %%,
141 | T OEREE AR Trichophyton rubrum complex | &5 =% BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373 iﬁaﬁiii@ . rubrum . T
142 | YFEIKEREH Trichophyton schoenleinii =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
143 | Wik Bt EE Trichophyton tonsurans e BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
144 | SO EHE Trichophyton violaceum =k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
145 | Bt 8 KA BURFR Other Trichophyton species Bk BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
146 | M4BT H Trichosporon asahii B BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
147 | BT H B HARBUR Other Trichosporon species =2k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
148 | FihE A Tritirachium spp. =R BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
149 | HIKTREIR Ulocladium spp. e BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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150 | 4EFAIEE )R Veronaea spp. H=F BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
151 | e Verruconis spp. HE=k BSL-2 ABSL-2 BSL-2 BSL-1 B UN3373
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